[8:55:30 AM] Alan Ruttenberg says: Hi Ceri, looks like I can't do it today, after all (regrets).

[8:55:38 AM] Alan Ruttenberg says: I hope to join on a subsequent call.

[8:56:06 AM] Ceri says: Ok we will be happy to have your input on the CL if you want to look at the transcript and the CL later

[8:56:17 AM] Alan Ruttenberg says: Thanks. Will watch for the transcript.

[8:57:11 AM] Ceri says: hi

[8:58:02 AM] Ceri added Alexander Diehl, Chris Mungall, Lindsay Grey Cowell, Oliver Hofmann to this chat

[8:58:08 AM] Ceri says: hi

[8:58:53 AM] Chris Mungall says: sorry, i'm here now!

[8:59:01 AM] Ceri says: no problem

[8:59:41 AM] Chris Mungall says: is this voice or chat mtg?

[9:00:03 AM] Ceri says: We just have both going right now

[9:01:02 AM] Ceri added Melissa Haendel to this chat

[9:01:12 AM] Melissa Haendel says: hey there

[9:01:19 AM] Chris Mungall says: Hi

[9:01:58 AM] Ceri says: Alex and I are talking about Leukocyte voice

[9:02:27 AM] Chris Mungall says: is there a max# of people for voice - 5 I think?

[9:02:33 AM] Ceri says: ok Is everyone here?

[9:02:47 AM] Ceri says: Yes and not everyone has a mike

[9:02:56 AM] Oliver Hofmann says: I am here, sort of -- can't go voice as I'm on hold with the embassy, trying to sort out the visa before my flight in a few hours :-/

[9:03:26 AM] Alexander Diehl says: That sounds like fun!

[9:03:37 AM] Ceri says: Good luck Oliver

[9:03:48 AM] Oliver Hofmann says: Thanks, and yes, I'm really cheerful about it :)

[9:04:05 AM] Chris Mungall says: do we have an agenda?

[9:04:25 AM] Ceri says: I don't

[9:04:30 AM] Melissa Haendel added David Osumi-Sutherland to this chat

[9:04:42 AM] Oliver Hofmann says: Quick feedback on the changes so far, but Alexander already sent out some earlier today

[9:04:59 AM] Chris Mungall says: how about we go over some of the changes, and then hone in on the leukocyte example later on?

[9:05:17 AM] Alexander Diehl says: okay

[9:05:21 AM] Ceri says: Sounds good

[9:06:12 AM] Melissa Haendel says: can you all hang on for a sec, we are waiting on bill and david

[9:06:16 AM] Chris Mungall says: are we at the chat max? Bill Bug wants to join. 

[9:06:17 AM] Oliver Hofmann says: Alex, did you (well, or someone else) spot cells that we wouldn't be able to place given the current suggested structure?

[9:06:30 AM] Oliver Hofmann says: I can make room. Not able to pay much attention anyway?

[9:06:32 AM] Ceri says: We aren't but I don't have his skype

[9:07:19 AM] Melissa Haendel added William Bug to this chat

[9:07:31 AM] Melissa Haendel says: (I think I got the right bill....)

[9:07:40 AM] Ceri says: hi

[9:08:04 AM] David Osumi-Sutherland says: Hi all,  will probably just lurk.  Apologies for silly skype name... although seems I'm not the only one.  David

[9:08:05 AM] William Bug says: Yes - I'm bug_noodle

[9:08:56 AM] William Bug says: Are we using voice as well as chat?

[9:09:10 AM] Ceri says: no just chat, that way we have a transcript

[9:09:18 AM] Chris Mungall says: nope, too many people for voice too I believe

[9:09:25 AM] William Bug says: Sounds good.

[9:09:26 AM] Ceri says: that too

[9:10:41 AM] Ceri says: Ok so feedback on changes?

[9:11:23 AM] Chris Mungall says: Do we want a summary of changes first? I may not be immediately obvious just from browsing

[9:11:38 AM] William Bug says: That would be very helpful.

[9:11:51 AM] Alexander Diehl says: I realize that you mapped the existing subhierarchies to cellular function, but I wonder is we need all the cellular functiion terms.

[9:11:54 AM] Chris Mungall says: I can talk about the has_function links, but do you want to quickly summarise other changes first

[9:12:56 AM] Ceri says: Why don't you start with the function links which will explain why it looks a little odd at the top node now and then we can talk about structure

[9:13:14 AM] Chris Mungall says: Alex: I don't think we do, but they were left in for backwards compatibility so as not to scare people with too many big changes; but let me start at the beginning...

[9:13:41 AM] Chris Mungall says: For every term immediately under cell-by-function, I made a new

function term, and gave it a CJM_FUNC id

[9:14:47 AM] Chris Mungall says: this led to some curious functions like "to propagate the genome" .. we can discuss these later

[9:15:09 AM] Chris Mungall says: but the basic idea was to turn the "cell-by-func" terms into actual func terms

[9:15:30 AM] Alexander Diehl says: I like this approach.

[9:15:36 AM] Chris Mungall says: then I changed the is_a links to cell-by-func to has_function links

[9:16:08 AM] Chris Mungall says: For example, "heterocyst" used to be

    is_a: cell without membrane bound organelles

    is_a: nitrogen fixing cell

it is now

    is_a: cell without membrane bound organelles

    has_function: to fix nitrogen

[9:16:40 AM] Chris Mungall says: I kept in "stuff accumulating cell" et al for backwards compatbility

[9:16:59 AM] Chris Mungall says: and also as an example of how you could use a reasoner to have your multiple inheritance-post reasoning

[9:17:15 AM] Alexander Diehl says: The problem is interpreting the has_function relationship -- it almost implies it's the main, most important, or only function of a given cell.

[9:17:38 AM] Chris Mungall says: but was this implication not there previously in the is_a hierarchy?

[9:17:50 AM] Melissa Haendel says: and now we can have links to multiple functions

[9:17:52 AM] Chris Mungall says: what I did was a mostly mechanical transform, switching these out

[9:17:53 AM] Alexander Diehl says: Yes, I never liked it then either.

[9:18:11 AM] William Bug says: In  a BFO world, what Alex just staqted is actually a requirement, though that is still being debated amongst BFO developers and users.

[9:18:21 AM] Alexander Diehl says: The functions almost come off as annotations.

[9:18:35 AM] Melissa Haendel says: its a requirement that a cell have only one function?

[9:18:55 AM] Chris Mungall says: I think we are now in a better position to evaluate these. We can evaluate them as "has_function" links which makes more sense to me than evaluating them as "is_a" links of the "stuff accumulating cell" sort

[9:19:20 AM] William Bug says: It's a require that bfo:function be a the end directed activity primary to the identity of that entity.

[9:19:37 AM] Alexander Diehl says: It shouldn't be, but if a cell type or class is marked as having a function does that mean always or only some of the time?

[9:19:42 AM] Chris Mungall says: I think that there is an ongoing discussion about the difference between functions and roles - one I'd like to avoid for the time being on this thread!

[9:20:17 AM] William Bug says: Ongoing - yes - and its amongst the 3 foundational types function, disposition, and role.

[9:20:21 AM] Melissa Haendel says: ok, but for present purposes, we'll need to assume that cells can have more than one function

[9:20:29 AM] Alexander Diehl says: Yes.

[9:21:06 AM] Chris Mungall says: I think we should start with the weak assumption that cells can have more than one functions, and that not every instance of that cell need enact its function. The classic example is a sperm cell, only the lucky few get to fulfil their funtion/role

[9:21:20 AM] Chris Mungall says: sorry: need NOT enact

[9:21:23 AM] Alexander Diehl says: But they all try.

[9:21:29 AM] William Bug says: I believe the BFO folks would say its perfectly acceptable for an entity to have > 1 function for which it was made.

[9:22:08 AM] Ceri says: sounds reasonable

[9:22:20 AM] William Bug says: Functions in BFO are "realizable" entities meaning they can still inhere in an entity even if that entity never gets the lucky opportunity to express it.

[9:22:47 AM] Chris Mungall says: for some of the functions, there appeared to be a corresponding GO biological process. I just noted these with an xref for the time being.

[9:22:48 AM] William Bug says: Oops - even in a given instance of that entity never gets to express it.

[9:23:07 AM] Alexander Diehl says: But we do need to be concerned with true path violations.

[9:23:44 AM] Chris Mungall says: Alex: yes, and I think we are now in a better position to detect TPVs

[9:24:09 AM] Chris Mungall says: Now we can ask of a cell type: what is your function (according to CL)?

[9:24:21 AM] Chris Mungall says: previously it was hard to do that because of the is_a overloading

[9:24:31 AM] Oliver Hofmann says: Sounds good, and this can change over time as 'best practices' change.

[9:24:45 AM] William Bug says: are all the 'has_function' paths linked to a go:BF

[9:24:56 AM] William Bug says: oops - GO:MF

[9:25:27 AM] Alexander Diehl says: I think they are more like processes, BP not MF.

[9:25:42 AM] William Bug says: then shouldn't it be has_process?

[9:25:46 AM] Chris Mungall says: Bill: nope. Some have an xref to a BF. E.g. "secrete

[9:25:50 AM] William Bug says: or participates_in

[9:26:09 AM] Chris Mungall says: (that was nope to the previous Q)

[9:26:16 AM] William Bug says: right

[9:26:45 AM] William Bug says: Chris: shouldn't has_function link to GO:MF and participates_in link to GO:BP

[9:27:02 AM] Alexander Diehl says: Thus we are using the word function a bit differently than the GO.

[9:27:20 AM] William Bug says: I'm more concerned with its definition and use via OBO-RO

[9:27:29 AM] Alexander Diehl says: The GO talks about molecular functions, not cellular functions.

[9:27:38 AM] Chris Mungall says: GO:MF are the kinds of functions that are executed by individual gene products, or protein complexes

[9:28:00 AM] William Bug says: Chris: right - so where do these cellular functions come from?  OBO-CL?

[9:28:42 AM] Chris Mungall says: Yes, right now (if you look at the file Ceri sent out), they are embedded directly in the CL file as a separate function hierarchy

[9:28:47 AM] Alexander Diehl says: There is no "cellular function" ontology that I know of, perhaps we are making one here.

[9:28:56 AM] Oliver Hofmann says: Think for the time being they are just placeholders for the functions that were in CL already

[9:29:06 AM] Chris Mungall says: Oliver: exactly

[9:29:15 AM] Melissa Haendel says: And hopefully, to be included in some organismal/cellular level function ontology that is orthogonal to CARO.

[9:29:18 AM] William Bug says: I'm looking at cell8-6.  Is this the wrong file?

[9:29:32 AM] Chris Mungall says: cell_zfin3.obo I believe

[9:29:38 AM] Melissa Haendel says: yes, look at the one I sent yesterday to the CL listserve

[9:29:41 AM] William Bug says: Ooops - thanks

[9:30:31 AM] Chris Mungall says: So about terms such as: stuff accumulating cell

barrier cell

nitrogen fixing cell

[9:30:43 AM] Chris Mungall says: I left these in for bkwd compatibility

[9:31:05 AM] William Bug says: Chris: seems a reasonable compromise for now.

[9:31:06 AM] Chris Mungall says: and also as an example of how a reasoner can be used to get the "old" MI back

[9:31:47 AM] Chris Mungall says: but if no one is attached to these terms, presuming we accept the new function hierarchy, albeit as a placeholder for now, then there is no strong reason to keep them

[9:32:02 AM] Alexander Diehl says: I don't know if anyone really cares about "stuff accumulating cell."

[9:32:33 AM] Alexander Diehl says: We could eliminate some terms and see if we get a protest.

[9:32:43 AM] Chris Mungall says: ok

[9:32:49 AM] Chris Mungall says: here is the full list

[9:32:50 AM] Chris Mungall says:      is_a CL:0000039 germ line cell     is_a CL:0000080 circulating cell     is_a CL:0000151 secretory cell     is_a CL:0000181 metabolising cell     is_a CL:0000183 contractile cell     is_a CL:0000211 electrically active cell     is_a CL:0000212 absorptive cell     is_a CL:0000215 barrier cell     is_a CL:0000219 motile cell     is_a CL:0000293 structural cell     is_a CL:0000325 stuff accumulating cell     is_a CL:0000422 mitogenic signaling cell     is_a CL:0000445 apoptosis fated cell     is_a CL:0000473 defensive cell     is_a CL:0000627 transporting cell     is_a CL:0000628 photosynthetic cell     is_a CL:0000630 supportive cell     is_a CL:0000663 valve cell     is_a CL:0000725 nitrogen fixing cell

[9:33:11 AM] Chris Mungall says: (ignore the "is_a"s, copy n paste error)

[9:33:20 AM] William Bug says: May I ask a specific question re: nerve cell function?

[9:33:31 AM] Chris Mungall says: yep

[9:33:54 AM] Oliver Hofmann says: I'd like to leave them in for one release, Alexander, with due warning (or marking them as depracated)

[9:33:57 AM] Ceri says: If we make these available to the CL users as a mapping we shouldn't get too much protest about the changes.

[9:35:28 AM] Alexander Diehl says: So "has_function" means "can have function."  I want to be clear.

[9:35:49 AM] William Bug says: electrically active cell --> neuron --> autonomic neuron --> (variety of neurons by transmitter).  Transmitters and receptors are critical functional characteristics most neuroscientist need or seek to ID for every cell they study.  Does this means such a breakdown by transmitter will exists for every type of neuron by function type?

[9:35:53 AM] Ceri says: You get the feedback from the user community Oliver so if you think they need one round of release to get changed over then we should let them have that time.

[9:36:14 AM] Oliver Hofmann says: Yes; there currently is no way to restrict function by, say, time or position.

[9:36:29 AM] Oliver Hofmann says: So it would have to be 'can have function'

[9:37:15 AM] Melissa Haendel says: (I haven't done my job yet with the neurons....sorry)

[9:37:30 AM] William Bug says: I should add - transmitters + receptors + channels - are critically important for the "electrical activity" of all neurons.

[9:38:30 AM] Chris Mungall says: Oli/Alex: I think this depends on your definition of 'function', which turns out to be tricky. But the import thing is that if C has_function F then C is in some way adapted to executing F, but not every actual instance of C executes F (cf sperm)

[9:38:33 AM] David Osumi-Sutherland says: So, when this is finished all neuron subtypes, for example, will have XP def 'has_function' electribally signalling cell?  Or XP def just in neuron and we will still rely on is_a inheritance from neuron to all neuron subtypes to imply this function?

[9:40:17 AM] William Bug says: There are several efforts afoot to create such communication molecule based lists of neuron types (nerve cells where channels/receptors/transmitters are characterized).  For the most part, it becomes a mess unless you rely on inferring the various types based on relations such as has_transmitter (or more correctly based on experiemental evidence - synthesizes_transmitter/releases_transmitter), expresses_channel, expresses_receptor.

[9:40:58 AM] Oliver Hofmann says: I _think_ it might take a few more iterations before CL is at that stage ;)

[9:41:16 AM] Melissa Haendel says: Bill, yes, perhaps because these differntia are molecular perhaps we can use them in the structural hierarchy

[9:41:24 AM] William Bug says: Oli/Alex/Chris: yes - just as in BFO, a function is a "realizable" - not necessarily expressed as all times t by all instances.

[9:41:53 AM] William Bug says: Sorry - didn't mean to imply CL should be able to do that now.  Just pointing out an important and potentially confounding issue.

[9:42:15 AM] Alexander Diehl says: So, will the structural hierarchy be analogous to the functional hierarchy.  I.e. "has structure"?

[9:42:34 AM] William Bug says: Melissa: absolutely, some critical neuronal/glial differentia are most definitely based on structure.

[9:43:17 AM] Oliver Hofmann says: William, much appreciated, and wasn't serious about that one. Would love to have something like that eventually.

[9:43:18 AM] William Bug says: More to the point - the interation of has_molecule located_in this sub-cellular region.

[9:43:22 AM] Melissa Haendel says: David, yes this is an important point. Do all is_a children share the parental function?

[9:44:11 AM] David Osumi-Sutherland says: "Do all is_a children share the parental function?" They have to share it - or this is a TPV.  But do we make it explicit in childern with XP defs or not?

[9:44:20 AM] Chris Mungall says: David: I imagine something like "neuron has_function electrical_transmission"

[9:44:36 AM] Chris Mungall says: then all is_a children of neuron also inherit this function

[9:44:37 AM] William Bug says: Oli: yes - I understand completely.  Here's an example of just ONE project undertaking this molecular-oriented nerve cell representation task - http://www.dopanet.org/

[9:44:45 AM] David Osumi-Sutherland says: OK

[9:44:52 AM] Oliver Hofmann says: That could be a bit of a problem. If the main hierarchy (is_a) is defined by structure then I wouldn't expect all child terms to share the same function.

[9:45:33 AM] Oliver Hofmann says: Been following that, William; they requested a number of cells to be added to CL as well if memory serves right.

[9:45:36 AM] Chris Mungall says: Oli: can you come up with an example

[9:46:15 AM] Oliver Hofmann says: I'll try.

[9:46:32 AM] David Osumi-Sutherland says: "That could be a bit of a problem. If the main hierarchy (is_a) is defined by structure then I wouldn't expect all child terms to share the same function." Isn't this just potentially confusing because of the lack of tools to view all defs of is_a ancestors at once?

[9:46:50 AM] Chris Mungall says: remember, the rule for is_a is: if A is_a B, then all instances of A are instances of B. This means that if all instances of B have a function, it follows that all instances of A have that function. This is true regardless of what criteria you use to choose your main is_a axis

[9:47:09 AM] Melissa Haendel says:  (Dav/Oliver-Thus my question, but I think we can work around it and just specify function at lower levels if necessary)

[9:47:12 AM] Oliver Hofmann says: But it sounds odd -- if that is inherited then structure would automatically imply function. Mmm. Okay, Chris, good point, need to double check

[9:47:44 AM] Chris Mungall says: You can of course have more specific functions, or other functions the deeper you go in the isa hierarchy

[9:48:02 AM] Oliver Hofmann says: Melissa, yes.

[9:48:13 AM] Oliver Hofmann says: Might have to rethink some of the hierarchies I had in mind ;)

[9:48:31 AM] Ceri says: Oliver can't we use the function term cellular function physiological for all children of for example cells characterized by intracellular histology?

[9:48:55 AM] Alexander Diehl says: What is the structural categorization of a neuron?

[9:49:28 AM] Oliver Hofmann says: Ceri, yes, think so.

[9:49:50 AM] Alexander Diehl says: Do we have to assign a function to all cells?

[9:49:55 AM] Melissa Haendel says: there really isn't one yet, because I didn't do my homework

[9:50:09 AM] William Bug says: Just as with descriptions of anatomical entities, separating structural-based functional entailments from entailments derived from the presense (or absence) of specific molecules is a difficult representational task.  Some neurons, for instance, may express specific receptors in specific regions of their plasma membrane.  The disposition of these receptors change location based on developmental stage, "health status" (e.g., recovering from injury), etc.  These differences are also linked with morphological differences in the cells.  This conjunction of molecular constituents and cell morphology/disposition are critical to defining the function of nerve cell instances.

[9:50:55 AM] William Bug says: Alex: structural categories of neurons - e.g., spiny, pyramidal, stellate, etc.

[9:51:07 AM] Chris Mungall says: Alex: not necessarily. We aren't compelled to. But we may want to, since every cell type evolved presumably to play some kind of distinct role, no?

[9:51:15 AM] William Bug says: These different shapes have very significant functional entailments.

[9:51:49 AM] Alexander Diehl says: Thus, maybe structure should be done analogously to function and not as the is_a differentia.

[9:51:52 AM] Melissa Haendel says: and all cell have function whether realized or not, they can have_function to the root if necessary

[9:52:10 AM] Melissa Haendel says: ?

[9:52:19 AM] Alexander Diehl says: This is sounding like annotation.

[9:52:21 AM] William Bug says: Alex: I'd completely agree - and would suggest using PATO.

[9:53:52 AM] David Osumi-Sutherland says: So - if everything is defined by XP defs, does this necessarily make single inheritance possible?

[9:54:15 AM] Alexander Diehl says: I don't know enough about PATO to comment.

[9:54:23 AM] Chris Mungall says: OK, we could focus on some of these structural types in the next iteration before the next meeting

[9:55:30 AM] William Bug says: re: the realizability of function - what one would need to do is be able to determine when some aspect of a nerve cells structure or function no longer makes it capable of realizing a given function.  Having said that, most of the functions Chris has laid out so far are sufficiently general (e.g., electrically excitable), so as to be pretty much a given for ANY viable neuron.  It's only when you start invoking more specific functions, where determining whether a given nerve cell can realize that function becomes more tricky.  Once you start addressing transmitters/receptors/channels, this issue comes up, but one must (eventually) address those issues when dealing with excitable cells

[9:55:36 AM] Chris Mungall says: If we do structure next, I suggest keeping things simple and having a small "cellular structure" hierarchy in the main cell obo file, and having a separate mapping to PATO, just to avoid dependencies at the outset

[9:56:54 AM] Chris Mungall says: David: I think you may have jumped a couple of steps ahead. not sure what you mean..

[9:57:41 AM] Melissa Haendel says: A couple of things. there are a lot of things in the CL that really are terminal differentia that could come from PATO. Like nuclear number, ploidy, etc.

[9:57:47 AM] William Bug says: Chris: sounds sensible re: mapping to PATO.  I've reviewed PATO quite a bit regarding nerve cell structure, and I would say it's got a significant collection of morph types need for nerve cells.  As you know, the Sub-cellular Anatomy Ontology has added a great deal more (and hasn't been relying NEARLY ENOUGH on re-using PATO - though maybe you've been helping them create such a PATO map).

[9:58:12 AM] Melissa Haendel says: second, I'm still lost what Alex meant by: "Thus, maybe structure should be done analogously to function and not as the is_a differentia."

[9:58:39 AM] William Bug says: Melissa: yes - I'm all for leaning as much on PATO as possible, following Chris's recommendation to maintain an external OBO-CL to PATO map for now.

[9:59:00 AM] Oliver Hofmann says: Melissa -- think that would imply looking for another is_a hierarchy (not sure which one though)

[10:00:43 AM] Chris Mungall says: Let's go through an example..

[10:00:44 AM] David Osumi-Sutherland says: "I think you may have jumped a couple of steps ahead. not sure what you mean.." - sorry forget that for now.  Simpler question - do we need to define a primary is_a heirarchy if structure, function, or any other differentia can be defined by XP and inherited down an is_a heirarchy?

[10:01:25 AM] David Osumi-Sutherland says: clarification: do we need to define a primary is_a heirarchy differentia

[10:01:26 AM] David Osumi-Sutherland says: ?

[10:01:28 AM] Chris Mungall says: (try and answer both at once..)

[10:01:47 AM] William Bug says: tough question

[10:01:51 AM] Alexander Diehl says: Since I'm not sure that there is a single is_a differentia that works for all cells (except artificially), I am simply saying one could describe particular cells with "has_structure" relationships.  Like "has_structure" nucleus.

[10:02:01 AM] Chris Mungall says: we *could* make definitions, textual or computable XPs, such as: pyramidal neuron = neuron that has_shape pyramid

[10:02:09 AM] Melissa Haendel says: TAking a step back, the initial idea was that the structural hierarchy was primary, with has_function XPs, and develops_from links taking the place of the 'cell by lineage'. Obviously we should revisit this idea

[10:02:55 AM] Melissa Haendel says: if we had has_structure links to some other hiearchy, what would be the differentia for the primary axis?

[10:03:34 AM] Chris Mungall says: ..but this would be quite curious

[10:03:42 AM] Alexander Diehl says: Lexical differentia only tied to definitions.

[10:04:11 AM] Melissa Haendel says: I don't think it matters if some cells exist in the primary axis only superficially, they are also defined by their XPs

[10:05:32 AM] Chris Mungall says: How are we doing for time?

[10:05:39 AM] Alexander Diehl says: A lymphocyte is_a leukocyte -- what is the structural differentia?

[10:05:57 AM] Alexander Diehl says: Over time now, but okay for me.

[10:06:04 AM] Ceri says: not all cells have structural diferentia

[10:06:39 AM] Alexander Diehl says: I agree, but they are still types of other cells (or cell classes).

[10:06:40 AM] Chris Mungall says: the current differentia is: of the B cell, T cell, or natural killer cell lineage

[10:06:45 AM] William Bug says: Here's an example that relates to these graph traversal issues.  Say you had several instances of CA1 hippocampal pyramidal neuron - one described structurally (has_structure), one described functionally (has_disposition LTP), and both described mereotopologically (located_in CA1_cytoarchitectural_region_of_hippocampus).  How would you go about determining how these instances are semantically related.

[10:06:46 AM] Ceri says: They can be differentiated by has function or develops from or other relations

[10:07:49 AM] Alexander Diehl says: Does that mean a lymphocyte is not a leukocyte?

[10:07:57 AM] Chris Mungall says: if we like this, and think this makes more sense than a structural differentium, then we can keep it as ceri says

[10:08:10 AM] Chris Mungall says: Alex: not following

[10:08:11 AM] William Bug says: Ooops - the clock!  Sorry - must run to the next meeting.  Many thanks for including me on these discussions.  I've been orbitting about OBO-CL and the list now for nearly 2 years, hoping to use OBO-CL on several different nerve cell related projects.  I'll keep my ear to the rail on the issues discussed today.

[10:08:13 AM] Melissa Haendel says: We need to have a mechanism to deal with cells that are not structurally differentiable, for example, many early embryonic cells are identified only by postion or fate. But that does not mean that structurally, they are not cells.

[10:08:31 AM] Oliver Hofmann says: Thanks for the feedback, william

[10:08:44 AM] Alexander Diehl says: (if we stick only to structural is_a differentia)

[10:08:50 AM] Ceri says: The mapping to gross structural antomies needs to be done by the MODs for specific cell types

[10:08:52 AM] Melissa Haendel says: but these cells are structurally identifiable to some extent, they have no cell walls, and have organelles, etc.

[10:09:45 AM] Melissa Haendel says: we can't stick only to structural differentia as a whole, but we can in one is_a hierarchy, can't we?

[10:10:45 AM] Alexander Diehl says: Yes, but some cell types may then have multiple inheritance (which is okay by me).

[10:10:52 AM] Chris Mungall says: actually, scratch what I just said. I think it's best to avoid defining cell types by their subtypes. Currently CL has: lymphocyte [DEF: "A cell of the B cell, T cell, or natural killer cell lineage."] and B cell [DEF: "A type of lymphocyte whose defining characteristic is the expression of an immunoglobulin complex."]. Circular! 

[10:11:25 AM] Melissa Haendel says: I think what I am saying is that we are moving the multiple inheritance out of the primary structural classification, and over to XPs with other hierarchies.

[10:12:31 AM] Alexander Diehl says: I agree it is circular -- both definitions are true individually.

[10:12:45 AM] Ceri says: I think one of the reasons for picking physical characteristics to build the is_a tree was to make part of the CL CARO compatible.

[10:13:20 AM] Chris Mungall says: Alex: if X is meaningless then X is neither true nor false... so a meaningless circular definition can't be true or false. 

[10:13:57 AM] Melissa Haendel says: So the question is can two cell types be siblings in a structural hierarchy that do not have structural differentia, but rather their differentia is only their XPs with function or other? I'm ignorant about how cross products work, but this seems reasonable to me.

[10:14:09 AM] David Osumi-Sutherland says: Note -  trying to keep a single structural hierarchy was/is a nightmare for CARO.  There are lots of possible structural differentia - still lots of scope (and demand, I think) for multiple inheritance there.

[10:14:31 AM] Chris Mungall says: Ceri: I don't think this is strong enough justification.

[10:14:41 AM] Melissa Haendel says: Yes, very true, but we were also working with only one hierarchy and no links

[10:14:58 AM] Oliver Hofmann says: I am sorry, I've got to run. Ceri, can you store the transcript on the Wiki again, please?

[10:15:12 AM] Ceri says: Shure, Olilver have a good trip

[10:15:15 AM] Chris Mungall says: I think the structural definitions and SI/MI issues are intertwined, but they can be separated, which may be a good idea as I think it's getting us confused..

[10:15:30 AM] David Osumi-Sutherland says: OK

[10:15:31 AM] Chris Mungall says: bye oli!

[10:15:36 AM] Melissa Haendel says: bye oliver

[10:15:45 AM] David Osumi-Sutherland says: see you

[10:15:46 AM] Oliver Hofmann says: Thanks, and this is sounding more interesting with each chat.

[10:15:50 AM] Melissa Haendel says: chris, continue?

[10:15:51 AM] Alexander Diehl says: bye

[10:16:07 AM] Melissa Haendel says: (because I agree)

[10:16:41 AM] Chris Mungall says: Let's recap first..

[10:17:29 AM] Chris Mungall says: I think with the switching of some of the is_a links to has_function links we have removed some of the most egregious cases of MI in CL. 

[10:17:50 AM] David Osumi-Sutherland says: agreed

[10:17:56 AM] Alexander Diehl says: agreed

[10:18:05 AM] Chris Mungall says: This hasn't appeared controversial so far, and I think it makes it easier to see TPVs etc

[10:20:05 AM] Chris Mungall says: in addition, we would like to have definitions that follow certain practical principles. one of those is to have definitions of the form : an X is_a Y which Z. 

[10:21:05 AM] Chris Mungall says: On top of this we may decide that the "which Z" should always be structural. I think we are experimenting with how far we can go there, but there is no requirement that we define every single cell type in this way.

[10:22:23 AM] Chris Mungall says: However, it is good to remain consistent. For example, if we are subdividing a cell type - say neuron - it is good to have the definitions of all the immediate children differentiated in the same way. I'm not sure if there are counter examples here...

[10:23:00 AM] Melissa Haendel says: yes I agree, but can the differntia be things like has_function to different functions?

[10:23:26 AM] Melissa Haendel says: or PATO differntia, or other....

[10:23:46 AM] Chris Mungall says: I think they *have* to be different functions, if it's a differentia - ie serves to discriminate/differentiate

[10:24:19 AM] Melissa Haendel says: yes thats what I meant, my point was that its ok to use non-stuctural differentia

[10:24:44 AM] Alexander Diehl says: I really don't see how we can avoid it.

[10:24:53 AM] Melissa Haendel says: as long as they are links to other hierarchies. Yes, I agree Alex.

[10:25:08 AM] Chris Mungall says: so I think we all agree....?

[10:25:14 AM] Chris Mungall says: so far...?

[10:25:58 AM] David Osumi-Sutherland says: Think so.  Can I ask a quick wuestion about types of functional differentia?

[10:26:09 AM] Chris Mungall says: ok

[10:26:09 AM] Ceri says: I think so

[10:26:31 AM] David Osumi-Sutherland says: Will there be limits on the type of functional differentia which can be used in CL?  So far all cellular function.  But...

I've just recently had a request for a 'clock neuron' term to refer to neurons involved in controlling circadian behaviour in Drosophila.  An organismal rather than cellular function - would this be allowed?

[10:28:14 AM] Melissa Haendel says: I think it would be ok as long as we had a function ontology that had both organismal/cellular functions in it.

[10:28:18 AM] Chris Mungall says: If you think "clock neuron" is useful for biologists, annotation etc then we have no choice but to allow it one way or another. I don't see any reason why we can't have organismal functions too

[10:29:24 AM] Chris Mungall says: sorry to keep coming back to it, but I think the function of sperm would also be organismal - or gene centric...

[10:29:33 AM] Alexander Diehl says: I agree.

[10:29:37 AM] David Osumi-Sutherland says: It is used by Drosophilists studying the basis of circadian behaviour - so yes, biologists find it useful.

[10:29:49 AM] Melissa Haendel says: even in GO, there are processes that are above subcellular level

[10:30:05 AM] Melissa Haendel says: though the functions are all subcellular I believe

[10:30:10 AM] Chris Mungall says: yep

[10:31:51 AM] Alexander Diehl says: So how are we going to solve my mi example:

[10:32:04 AM] Alexander Diehl says: However, and for example, if we are modeling the language of biologists, we have to accept that people speaks of leukocytes, which are all the hematopoietic cells except erythrocytes and platelets, of myeloid cells, which are all the hematopoietic cells except lymphocytes, and of myeloid leukocytes, which are myeloid cells and leukocytes, hence not including lymphocytes and not including erythrocytes and platelets.  Hence the term "myeloid leukocyte has dual inheritance in the current cell ontology.  Perhaps there is a way to finesse this, but I'm not sure how.  We can just skip the term "myeloid leukocyte," but then we lack the term for annotation purposes for describing the particular cells used in an experiment.

[10:32:22 AM] Alexander Diehl says: quoted from an earlier email.

[10:33:31 AM] Chris Mungall says: do I have this right:

[10:33:34 AM] Chris Mungall says: leukocyte =  hematopoietic cells - (erythrocytes + platelets)

myeoloid  =  hematopoietic cells - (lymphocyte)

myeoloid leukocyte  =  myeloid + leukocyte

[10:33:55 AM] Alexander Diehl says: I think so.

[10:34:53 AM] David Osumi-Sutherland says: So, the quesiton is,  could we find a way to define your grouping terms as collections of XP differentia which are used to define terms in the is_a herierchy.  Then, you can have your grouping terms - just not as part of the is_a heirarchy in cell.obo ... does that make sense?

[10:34:56 AM] Ceri says: I thought meyeloid was all granulocytes and erythrocytes and megakaryocytes

[10:34:57 AM] Chris Mungall says: so I will need a bit of help and some time to think here... 

[10:35:15 AM] Chris Mungall says: my first answer you probably won't like..

[10:35:41 AM] Alexander Diehl says: Ceri: myeloid lineage is everything but the lymphocytes.

[10:36:26 AM] Alexander Diehl says: leukocyte is everything but the erythrocytes and platelets.

[10:36:27 AM] Ceri says: Ok

[10:38:31 AM] Chris Mungall says: I am convinced there must be a way of definiting these without the "-". But I am always very slow when thinking about immune system examples (are you on this chat Lindsay...?)

[10:38:42 AM] Ceri says: Then do the leukocytes group by have_function defense

[10:39:23 AM] Alexander Diehl says: Yes, but there may be TPVs -- I have to think carefully about counter-examples.

[10:39:39 AM] David Osumi-Sutherland says: Alex, how would you positively identify these groupings - i.e.- what do all cells in each gropuing have in common - by lineage, structure, function, whatever - rather than defining them negatively - all these types minus some sub-types ?

[10:39:53 AM] Chris Mungall says: so leukocyte = hematopoietic that has_function defense?

[10:39:55 AM] Alexander Diehl says: Platelets and erythrocytes also have immune system-related functions too.

[10:40:20 AM] Alexander Diehl says: Platelets are certainly defensive in some situations.

[10:41:21 AM] David Osumi-Sutherland says: But is there some combination of differentia that will work for leukocytes to differentiate them from platlets.  Structure's pretty massively different no?

[10:41:42 AM] Ceri says: does thrombocytes defensive function involve more than clotting?

[10:41:43 AM] Alexander Diehl says: I got in trouble in defining "lymphocyte" by the lineages it encompassed!

[10:42:02 AM] Alexander Diehl says: Ceri: yes

[10:42:42 AM] David Osumi-Sutherland says: We will still need a way to encompass lineage in differentia - otherwise we can't create many essential grouping terms - neuroblast, myoblast ...?

[10:42:53 AM] David Osumi-Sutherland says: Or am I missing something?

[10:43:05 AM] Chris Mungall says: I think we allow lineage (develops_from) in differentia

[10:43:11 AM] Melissa Haendel says: yes I agree

[10:44:37 AM] Alexander Diehl says: The question is for cell classes -- can we enumerate the cell types the class encompasses as a differentia?

[10:44:40 AM] David Osumi-Sutherland says: Hmmm - note, for my two examples, we need the converse - develops_into?

[10:45:11 AM] Chris Mungall says: David: yep. 

[10:45:59 AM] David Osumi-Sutherland says: "The question is for cell classes -- can we enumerate the cell types the class encompasses as a differentia?" - you presumably have to define what they have in common to make them into a class/type in the first place...

[10:46:19 AM] Chris Mungall says: Alex: if we enumerate then we often get into circularity issues, so this is often best avoided

[10:47:53 AM] Chris Mungall says: Whilst often an enumeration may seem like the easiest way to define something on first pass, I believe that for a term to have become fixed in the biologists lexicon there is usually some shared characteristic.

[10:47:56 AM] Alexander Diehl says: I guess I would enumerate lymphocyte by incorporating the definitions of its children (expresses immunoglobulin OR expresses TCR OR expresses NK cell receptors).

[10:49:05 AM] Ceri says: So they all have a cell surface receptor from a group of cell surface receptors?

[10:49:15 AM] Alexander Diehl says: To quote wikipedia (which I don't like):

[10:49:18 AM] Alexander Diehl says: A lymphocyte is a type of white blood cell in the vertebrate immune system. There are two broad categories of lymphocytes, namely the large granular lymphocytes and the small lymphocyte

[10:49:31 AM] Alexander Diehl says: Very helpful!

[10:50:43 AM] Alexander Diehl says: T cell and B cells are easily defined by single markers, NK cell are not quite so simple.

[10:50:58 AM] Chris Mungall says: So I have to go soon. But I am enjoying the grand leukocyte challenge...

[10:51:49 AM] David Osumi-Sutherland says: But you said before, I think, that leukocytes  can be defined by lineage - does this get us anywhere - esp if combined with other differentia?

[10:52:47 AM] Alexander Diehl says: Leukocytes and myeloid cells both develop from hematopoietic stem cells.

[10:53:17 AM] David Osumi-Sutherland says: OK .. need to go too.  Getting late here.

[10:53:29 AM] Alexander Diehl says: Leukocytes encompass both myeloid and lymphoid lineages.

[10:53:45 AM] Ceri says: Bye, David.

[10:53:55 AM] Melissa Haendel says: ok, we have to go here soon too. can we wrap up? I think we've had a lot of good ideas today.

[10:54:10 AM] Alexander Diehl says: But not all of the myeloid lineage.

[10:54:32 AM] Alexander Diehl says: Yeah, I tired too.  Who will make a plan of action?

[10:54:50 AM] Alexander Diehl says: (and implement it too)

[10:55:15 AM] David Osumi-Sutherland says: see you.  It's been interesting. will check transcripts for plans... D

[10:55:24 AM] Alexander Diehl says: Bye

[10:57:13 AM] Chris Mungall says: bye!

[10:57:38 AM] Melissa Haendel says: Alex, why don't we (with chris' help) try to get another version together including some of these ideas before our next chat.

[10:57:51 AM] Melissa Haendel says: bye David!

[10:59:31 AM] Alexander Diehl says: Sure.  I will look through the chat try to pick out points of action.  Will email you Monday or Tuesday.

[10:59:40 AM] Ceri says: Let me see if I can sumarize the leukocyte problem.  Biologist group "white blood cells" together this group includes all cells derived from pluripotent hematopoetic stem cells except platlets and erythrocytes.  These cells have different physical characteristecs and overlaping  functions and don't all derive from the same progenitor cells but someplace in the CL we need a term that groups "white blood cells"?

[11:00:42 AM] Alexander Diehl says: erythrocytes and platelets (via megakaryocytes) arise from hematopoietic stem cells too.

[11:01:02 AM] Alexander Diehl says: leukocyte and white blood cell are essentially synonymous.

[11:01:12 AM] Melissa Haendel says: Alex, that would be very helpful

[11:01:24 AM] Melissa Haendel says: ok, we have a meeting, gotta run.

[11:01:34 AM] Alexander Diehl says: I don't like white blood cell because many leukocytes reside in other tissues.

[11:02:06 AM] Ceri says: Ok (still trying to get my head around the problem a bit) look forward to getting your email  (that is why wbc was in ")

[11:02:41 AM] Ceri says: have meeting now thanks for the productive chat.    I will put this transcript up on wiki later

[11:02:42 AM] Ceri says: bye

[11:02:54 AM] Alexander Diehl says: bye

[12:13:39 PM] Ceri has changed the chat topic to "Cell chat 8-24-2007"

[12:13:51 PM] Ceri left this chat
